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AUCROC of k-fold cross validation
using Linear Discriminant Analysis
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AUCROC of k-fold cross validation
using Linear Discriminant Analysis
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Bivariate Comparisons w/ validation set and batch normalization
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Individual Protein Summaries w/ validation set and batch normalization
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Bivariate Comparisons w/ validation set
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Bivariate Comparisons w/ validation set and batch normalization
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Protein level

Age based regression
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Protein level

Protein level

Age based regression
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Protein level

Protein level

Age based regression w/ validation set and batch normalization
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Robustness of pairwise protein comparisons

Data sampled w/ replacement 1000 times
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